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Crassostrea virginica sequencing

Breeding program

Communication Platform 



Our dataflows & workflow

• Raw data and management plan


• Analyses


• SQLShare [qdod] 

• iPlant Collaborative  

• IPython / GitHub 

• Publishing


• Online Notebooks


• GitHub 
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Phenotype

Epigenetics

Genetics Environment

Increased  
Growth Rate Tissue Quality

Disease 
Resistance

Appearance

•Amplified Fragment Length Polymorphisms

•miRNA Expression

Temperature Diet

Fecundity

Yield

•Histone Modifications

•DNA Methylation Patterns

•Simple Sequence Repeats
•Single Nucleotide Polymorphisms
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Value in sitting  
around table 
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BLAST 
Tophat 
DESeq 
R 
BSMAP 
perl scripts 
python modules 
STACKS 
Bedtools

IGV 
Trinity 
fastqc 
bash (lots) 
python APIs 
excel 
DAVID 
Revigo 



Jupyter Notebooks (IPython)













Value 

• Reproducible  

• Sharing and Collaborating 

• Data Provenance 

• Great for teaching / troubleshooting

https://github.com/sr320

https://github.com/sr320

