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Gavery, Mackenzie; Roberts, Steven; White, Samuel (2013): 
qPCR corroboration of an RNA-Seq experiment. figshare. 
http://dx.doi.org/10.6084/m9.figshare.683879

http://dx.doi.org/10.6084/m9.figshare.683879
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Olympia oyster

PROPS v2



Application of qPCR
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Very easy to get thousands of genes online
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• controls normal developmental processes

• implicated in human diseases including cancer

• possible means for adaptation of changing 
environmental condition
   - heritable for several generations

Epigenetics



Contaminants and DNA Methylation



DNA methylation and oysters

sites 
Gavery, unpublished
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Summary

•Sequencing technology allows for easy integration 
of genomic approaches into environmental 
studies.

•Practical implementation would involve using 
targeted assays*.

•Significant lack of knowledge concerning toxins 
and epigenetics in marine invertebrates. This 
could have significant ecosystem impacts.
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